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Gene On Link LLC
Laboratory

Montebello, California
Timothy D. Vo, PhD, ABMGG
CAP Number: 9236630

AU-ID: 2169022
CLIA Number: 05D2252417

e above is by the
College of American Pathologists’ Laboratory Accreditation Program. Reinspection should ocour prior 1o March 3,
o maintain accreditation.

Accreditation does not automatically survive a change in director, ownership, or location and assumes that all
ents ara mot.
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Kathleen G. Beavis, MD, Accreditation Committee Chair  Emily Volk, MD, FCAP, President. College of American
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Kim Forest Enterprise Co Ltd
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New Taipei City, Taiwan
Timothy D. Vo, PhD, ABMGG

CAP Number: 8970805
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Survey of 05 November 2021

You have fulfilled the requirernents of the External Quality Assessment with the fellowing analysis

Molecular Genetics 27 - BRCA1 BRCAZ (779):
Walidity 24 months:

BRCAT mutation type (R: BS)
BREAZ mutation type (R: B5)
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(BRH CLINICAL AND PUBLIC HEALTH
Pl LABORATORY LICENSE

In gccordance wih the p of Chapte 3, Division 2.f the Business and Professions Code, he perons
narmed below are hereby issued a | ihorizirg operation of a clincal laboratory at the indicaled
GENE ON LINK
GENE ON LINK

4950 SAN BERNARDINO ST STE 106,
MONTCLAIR, CA 91763-2328

AR o
ORVIST Wi cgouL S CLINICAL LABCRATORY LICENSE
EFFECTIVE DATE: 02110/2022

EXPIRATION DATE: 0209/2023

CLIAID: 05D2252417

OWNER/S: DIRECTOR'S:
SYU, HAO-TNG VO, TRIEU TIMOTHY
WU, TUNG-IUNG
DISPLAY; State law
CHANGE OF UBOM‘IURV NAME, DIREG’TOI WNER ANDIOIADDRE.!S
State lan requires that directer ip,name; locatior, or aboratory directors.
\IING Ml\ce Is MMM ym I\um mybe moked .ﬂdm mr ma}er WnerW
Ifyour ked, you must & newlaboratory mngD STATUS
To make Ihsse hanges of to submit a new apalication, visit o.r website: htips/Avwwodph.ca goviLFS (Goto uhnrsmry Facilties)
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Precision medicine and precision nutrition m

(Genetic and metabolomic based) — prevention

and treatment strategies that take individual

variability into account
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Personal report

=Sports001 —Databank

Energy expenditure
100% -

8%~

Psychological -~ 60% . .
. A ~, Muscle wasting
resilience ;

Rapid reaction|

o " Inflammation status
estimation

Fatigue assessment

Evaluation: L

Smaller hexagon indicates a better
condition compared to the
databank.
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1. Energy expenditure(gEEi

#E)

-> Glucose metabolism &
TCA cycle

2. Muscle wasting (AILE3if5R)
-> BCAAs etc.
3. Inflammation status (Z¥3k

E)

-> Tryptophan metabolism
4. Fatigue assessment(JEE555F#)
-> AA methylation

3

&

5. Rapid reaction
estimation*(RERERES)

-> Arginine metabolism
6. Psychological resilience*(i(;

BENTH)
-> Neurotransmitters
* additional panel
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